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c age aat gca ggt gat gga cca ggt ggc gag ggc agt gtt cac ctg gca 4 9 
Ser Asn Ala Gly Asp Gly Pro Gly Gly Glu Gly Ser Val His Leu Ala 
15 10 15 

age tct egg ggc act ttg tct gat agt gaa att gag acc aac tct gec 97 
Ser Ser Arg Gly Thr Leu Ser Asp Ser Glu lie. Glu Thr Asn Ser Ala 

20 25 30 

aca age acc ate ttt ggt aaa gec cac age ttg aag cca age ata aag 14 5 
Thr Ser Thr lie Phe Gly Lys Ala His Ser Leu Lys Pro Ser lie Lys 
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94 305 310 315 320 

95 ctg ctg cag gtg acc ctg gaa ggg ate aac etc aaa ttc atg cac aat 1009 

96 Leu Leu Gin Val Thr Leu Glu Gly lie Asn Leu Lys Phe Met His Asn 

97 325 330 335 

98 cag gtt ttc ata gag ctg aat cac att aaa aag tgc aat aca gtt cga 1057 

99 Gin Val Phe lie Glu Leu Asn His lie Lys Lys Cys Asn Thr Val Arg 

100 340 345 350 

101 ggc gtc ttt gtc ctg gag gaa ttt gtt cct gaa att aaa gaa gtg gtg 1105 

102 Gly Val Phe Val Leu Glu Glu Phe Val Pro Glu He Lys Glu Val Val 

103 355 360 365 

104 age cac aag tac aag aca cca atg gee cac gaa ate tgc tac tec gta 1153 

105 Ser His Lys Tyr Lys Thr Pro Met Ala His Glu He Cys Tyr Ser Val 

106 370 375 380 

107 tta tgt etc ttc teg tac gtg get gca gtt cat age agt gag gaa gat 1201 

108 Leu Cys Leu Phe Ser Tyr Val Ala Ala Val His Ser Ser Glu Glu Asp 

109 385 390 395 400 

11° etc aga acc ccg ccc egg cct gtc tct age tgatggagag gggctacgea 1251 

111 Leu Arg Thr Pro Pro Arg Pro Val Ser Ser 

112 405 410 

113 gctgccccag cccagggcac gcccctggcc ccttgctgtt cccaagtgca egatgetget 1311 

114 gtgactgagg agtggatgat gctcgtgtgt cctctgcaag ccccctgctg tggcttgggt 1371 

115 gggtaccggt tatgtgtccc tctgagtgtg tettgagegt gtccaccttc tccctctcca 14 31 

116 ctcccagaag accaaactgc cttcccctca gggctcaaga atgtgtacag tctgtggggc 1491 

117 cggtgtgaac ccactatttt gtgtccttga gacatttgtg ttgtggttcc ttgtccttgt 1551 

1 18 ccctggcgtt aactgtccac tgcaagagtc tggctctccc ttctctgtga cccggcatga 1611 

119 ctgggcgcct ggagcagttt cactctgtga ggagtgaggg aaccctgggg ctcaccctct 16 71 

120 cagaggaagg gcacagagag gaagggaaga attggggggc ageeggagtg agtggcagcc 1731 

121 tccctgcttc ettctgeatt cccaagccgg cagctactgc ccagggcccg cagtgttggc 1791 

122 tgctgcctgc cacagcctct gtgactgcag tggagcggcg aattccctgt ggcctgccac 1851 

123 gccttcggca tcagaggatg gagtggtcga ggctagtgga gtcccaggga ccgctggctg 1911 

124 ctctgcctga gcatcaggga gggggcagga aagaccaagc tgggtttgca catctgtctg 1971 
12 5 caggctgtct ctccaggcac ggggtgtcag gagggagaga cagcctgggt atgggcaaga 2 031 

126 aatgactgta aatatttcag ccccacatta tttatagaaa atgtacagtt gtgtgaatgt 2091 

127 gaaataaatg tcctcacctc ccaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2151 

128 aaaaaaa 2158 

130 <210> SEQ ID NO: 2 

131 <211> LENGTH: 410 

132 <212> TYPE: PRT 

133 <213> ORGANISM: Homo sapiens 

134 <400> SEQUENCE: 2 

135 Ser Asn Ala Gly Asp Gly Pro Gly Gly Glu Gly Ser Val His Leu Ala 

136 1 5 10 ' 15 

137 Ser Ser Arg Gly Thr Leu Ser Asp Ser Glu He Glu Thr Asn Ser Ala 

138 20 25 30 

139 Thr Ser Thr He Phe Gly Lys Ala His 'Ser Leu Lys Pro Ser He Lys 

140 35 40 45 

141 Glu Lys Leu Ala Gly Ser Pro He Arg Thr Ser Glu Asp Val Ser Gin 

142 50 55 60 

14 3 Arg Val Tyr Leu Tyr Glu Gly Leu Leu Gly Lys Glu Arg Ser Thr Leu 
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217 


cct 


gtc 


aca 


agg 


get 


get 


gca 


gee 


tgc 


ctg 


gac 


aaa 


gca 


gtg 


gaa 


tat 


i ft c; 


218 


Pro 


Val 


Thr 


Arg 


Ala 


Ala 


Ala 


Ala 


Cys 


Leu 


Asp 


Lys 


Ala 


Val 


Glu 


Tyr 




219 






115 










120 










125 










220 


ggg 


ctt 


ate 


caa 


ccc 


aac 


caa 


gat 


gga 


gag 


tgagggggtt gtccctgggc 


435 


221 


Gly 


Leu 


He 


Gin 


Pro 


Asn 


Gin 


Asp 


Gly 


Glu 
















222 




130 










135 






















223 


ccaaggctca 


tgcacacgct acctattgtg geaeggagag 


taaggacgga 


agcagctttg 


495 


224 


gctggtggtg 


gctggcatgc ccaatactct tgcccatcct 


cgcttgctgc 


cctaggatgt 


555 


225 


cctctgttct 


gagtcagegg ccacgttcag tcacacagcc 


ctgcttggcc 


agcactgcct 


615 


226 


gcagcctcac 


tcagaggggc cctttttctg tactactgta 


gtcagctggg 


aatggggaag 


675 


227 


gtgcatccca 


acacagcctg tggatcctgg ggcatttgga 


agggegcaca 


catcagcagc 


735 


228 


ctcaccagct 


gtgagcctgc tatcaggect gcccctccaa 


taaaagtgtg 


tagaactcca 


795 


229 


aaaaaaaaaa 


aaaaaaaaaa aaaaaaaaaa a 
















826 



231 <210> SEQ ID NO: 4 

232 <211> LENGTH: 138 

233 <212> TYPE: PRT 

234 <213> ORGANISM: Homo sapiens 

235 <400> SEQUENCE: 4 



2 36 Glu Val Gin Asp Leu Phe Glu Ala Gin Gly Asn Asp Arg Leu Lys Leu 

237 1 5 10 15 

238 Leu Val Leu Tyr Ser Gly Glu Asp Asp Glu Leu Leu Gin Arg Ala Ala 

239 20 25 30 

240 Ala Gly Gly Leu Ala Met Leu Thr Ser Met Arg Pro Thr Leu Cys Ser 

241 35 40 45 

242 Arg He Pro Gin Val Thr Thr His Trp Leu Glu He Leu Gin Ala Leu 

243 50 55 60 
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